0.

998

gi 315270842 _gb HQ604852.1 Russula_puellaris_voucher UBC_F19703

0.957

1

0.943 |

0.968

0.934

Tenellae

1 0.988 |g1 387966498 gb JQ711877.1 Russula_odorata_isolate FFP814 18S ri
gi 387966541 gb JQ711920.1 Russula_versicolor isolate FFP1034 18

gi 87115953 gb DQ367913 1_Russula_decolorans_isolate OUC99188 18
090551 226442269 gb FI845428.1 Russula cf. vinosa SMI263 18S_ribosom ‘ R. decolorans
gi 226442273 gb FJ845432.1 Russula decolorans voucher SMI265 18S

gi 308055454 gb HM189949.1 Russula_velenovskyi voucher BB14 201 R. velenovskyi
gi 353681919 gb JN129404.1 Russula_sp. 6 ZWG-2011_18S_ribosomal ; ; :
L i 953872522 ob KP783458.1 Russula inegriformis isolate 377 188 R. integriformis

FR2016255 SP0003 15 Russula sp

0956 |gi 386809495 gb JQ975977.1 Uncultured |_fungus_clone_R42_18S_ribos
gi_9295394 gb AF230896.1 AF230896 Russula 1ntegra 18S_ribosomal R integra
gi 965721226 gb KT933984.1 Russula_ _integra_strain FHI12172_18S sm ’
g1_695133426_gb_KMO085365. .1 Russula_integra_voucher ID PAN 636 in
gi_308055344_gb_HM189839.1 Russula_integra_voucher BB45 301 Ah F
gi 23393833 gb AF418636.1 Russula_integra 18S_ribosomal RNA gene

0. gi_ 90200614 gb DQ422022 1_Russula risigallina_voucher UE03.07.20 .
I_Af gi 315270838 gb HQ604848.1 Russula lutea_isolate 040528-010C 18S | Chamaeleontinae

g1 953872520_gb KP783456.1 Russula_amethystina_isolate 514 18S r .
[ e gi 315270840 gb _HQ604850.1 Russula_murrillii_isolate_041114-01" 1 Amethystinae

gi 145687923 gb EF530935.1 Russula_turci_internal_transcribed sp

L gi 1020159786 _gb KT968579.1 Macowanites_chlorinosmus_voucher OSC Ou tgroup

0.07



